Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.048; wR factor = 0.118; data-to-parameter ratio = 16.0.
In the title molecule, C 17 H 21 FN 2 S, the mean planes of the benzene ring and the thiourea fragment form a dihedral angle of 61.93 (9) . In the crystal, pairs of weak N-HÁ Á ÁS interactions link the molecules, forming inversion dimers. 
Related literature

Experimental
Crystal data C 17 H 21 FN 2 S M r = 304.42 Triclinic, P1 a = 6.4274 (5) Å b = 11.4727 (9) Å c = 11.5870 (9) Table 1 Hydrogen-bond geometry (Å , ). recently reported to exhibit marked antibacterial and anti-inflammatory activities (Kadi et al., 2007 (Kadi et al., , 2010 . In addition, 1,3-disubstituted thiourea derivatives were reported to possess potent antiviral activity (Li et al., 2009; Hunter et al., 2008) . In continuation of our structural studies of adamantane derivatives (Kadi et al., 2011; Al-Abdullah et al., 2012; Almutairi et al., 2012) , we present here the crystal structure of the title compound, (I).
In (I) (Fig. 1) , the adamantyl and fluorobenzene fragments are bridged by thiourea fragment. The C-C single bond distances range from 1.514 (4) Å to 1.537 (3) Å and CÛC bond distances for benzene ring range from 1.359 (4) Å to 1.383 (3) Å. The torsion angle of C6-C1-N1-C7 is 62.7 (3)° and the bond distance between the F and C atoms is 1.362 (3) Å. The weak intermolecular N1-H1···S1 hydrogen bond (Table 1) 
Refinement
All H atoms were positioned geometrically [N-H=0.860 Å and C-H=0.930 Å, 0.970 Å or 0.980 Å] and treated as riding with U iso (H)=1.2U eq (C,N). The molecular structure of (I) showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level.
Computing details
1-(Adamantan-1-yl)-3-(4-fluorophenyl)thiourea
Crystal data C 17 H 21 FN 2 S M r = 304.42 Triclinic, P1 Hall symbol: -P 1 a = 6.4274 (5) Å b = 11.4727 (9) Å c = 11.5870 (9) Å α = 113.510 (6) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (4) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
